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Summary Statistics

Run ID: NLMfusionA

Run Type automatic

Number of Topics: 49

Total number of documents over all topics

Retrieved: 49000

Relevant: 4584

Rel-ret: 3369

Recall Level Averages

Recall Precision

0.00 0.6901

0.10 0.4602

0.20 0.3815

0.30 0.3251

0.40 0.2882

0.50 0.2410

0.60 0.1844

0.70 0.1581

0.80 0.1298

0.90 0.0648

1.00 0.0052

Mean average precision

non-interpolated 0.2479

Document Level Averages

Precision

At 5 docs 0.4531

At 10 docs 0.4020

At 15 docs 0.3864

At 20 docs 0.3704

At 30 docs 0.3415

At 100 docs 0.2378

At 200 docs 0.1739

At 500 docs 0.1044

At 1000 docs 0.0688

R-Precision 0.2767

bpref 0.7483
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Summary Statistics

Run ID: NLMfusionB

Run Type automatic

Number of Topics: 49

Total number of documents over all topics

Retrieved: 49000

Relevant: 4584

Rel-ret: 3398

Recall Level Averages

Recall Precision

0.00 0.6680

0.10 0.4662

0.20 0.3805

0.30 0.3202

0.40 0.2844

0.50 0.2413

0.60 0.1939

0.70 0.1428

0.80 0.1134

0.90 0.0513

1.00 0.0024

Mean average precision

non-interpolated 0.2453

Document Level Averages

Precision

At 5 docs 0.4367

At 10 docs 0.4082

At 15 docs 0.3905

At 20 docs 0.3704

At 30 docs 0.3422

At 100 docs 0.2339

At 200 docs 0.1765

At 500 docs 0.1081

At 1000 docs 0.0693

R-Precision 0.2666

bpref 0.7440
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